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StanEx1 P-element sequences of the 5’ and 3’ end 

 

BfuC1: GATC 

HpaII: CCGG 

 

5’P and attP site (Sequence 5’ -> 3’, from 5’ end of P-element to attP site) 

 

CATGATGAAATAACATAAGGTGGTCCCGTCGATAGCCGAA 

GCTTACCGAAGTATACACTTAAATTCAGTGCACGTTTGCT 

TGTTGAGAGGAAAGGTTGTGTGCGGACAATTTTTTTTTGA 

AAACATTAACCCTTACGTGGAATAAAAAAAAATGAAATAT 

TGCAAATTTTGCTGCAAAGCTGTGACTGGAGTAAAATTAA 

TTCACGTGCCGAAGTGTGCTATTAAGAGAAAATTGTGGGAGCAGA 

GCCTTGGGTGCAGCCTTGGTGAAAACTCCCAAATTTGTGATA 

CCCACTTTAATGATTCGCAGTGGAAGGCTGCACCTGCAAAAG 

GTCAGACATTTAAAAGGAGGCGACTCAACGCAGATGCCGTAC 

CTAGTAAAGTGATAGAGCCTGAACCAGAAAAGATAAAAGAA 

GGCTATACCAGTGGGAGTACACAAACAGAGTAAGTTTGAATA 

GTAAAAAAAATCATTTATGTAAACAATAACGTGACTGTGCGTT 

AGGTCCTGTTCATTGTTTAATGAAAATAAGAGCTTGAGGGAAA 

AAATTCGTACTTTGGAGTACGAAATGCGTCGTTTAGAGCAGCA 

GCCGAATTCGGTACCCAATTCGCCCTATAGTGAGTCGTATTAA 

GATCTAATTAACCCTCACTAAAGGGAACAAAAGCTGGAGCTCCACCGCGGTG

GCGGCCGCTGCAGGAATTCGGCTTCGACTAGTACTGACGGACACACCGAAGC

CCCGGCGGCAACCCTCAGCGGATGCCCCGGGGCTTCACGTTTTCCCAGGTCA

GAAGCGGTTTTCGGGAGTAGTGCCCCAACTGGGGTAACCTTTGAGTTCTCTCA

GTTGGGGGCGTAGGGTCGCCGACATGACACAAGGGGTTGTGACCGGGGTGG

ACACGTACGCGGGTGCTTACGACCGTCAGTCGCGCGAGCGCGACTAGTACAA

GCCGAATTC 

 

5’P – First BfuC1 site: 630bp 

5’P – First HpaII site: 735bp 

 

Inverse primer Pair: 

Plac1: CAC CCA AGG CTC TGC TCC CAC AAT 

 (StanEx5’ LeftOut) 

 Tm: 65 C 

Plac4: ACT GTG CGT TAG GTC CTG TTC ATT GTT 

 (StanEx5’ RightOut) 

 Tm: 61 C  

 

Sequence Primer: Sp1 

 

ACA CAA CCT TTC CTC TCA ACA A 

Tm: 54 C 
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loxP site>>>3’P (Sequence 5’ -> 3’, from 5’ loxP site to 3’ end of P-element) 

ATAACTTCGTATAGCATACATTATACGAAGTTATGGATCCTAGTTCTCTCTCT

CTCTCTCTTATCTATCGCTACTTGGTTGGCGCGCTCTCGCGCTCTCTTTGTGTG

CGTGTGGGCAGTGTGTTTTTTGTTGTTTTGCGCTTTATGTGTTGTATTTTGTGT

GTTTGGCCGAAGTATTTAAAACAAAAGTGCAGCGGAAATAGTTAATAACAAA

ATATTAGTCGACGGTAGCGGTCCGGTTGTTTTCGTGCTCATCGCGAGTACGTA

TTTATTTTTAAAAAATAATAAACGCGGCAAACACAATCACACAAATGTGCAG

GCACAGTGGGACAAAGTGCGCTAAATTTGGATATGTAATAAATCCAAAACCA

AAAAGAAAACAAAAAACGGTAAAATATTTTACTGTTGTTAAAATTCGATCAT

TCATTATTCGCTGCATGAATTAGCTTTGCGTACTCGCAAATTATTAAAAATAA

AACTTTAAAAATAATTTCGTCTAATTAATATTATGAGTTAATTCAAACCCCA

CGGACATGCTAAGGGTTAATCAACAATCATATCGCTGTCTCACTCAGACTCA

ATACGACACTCAGAATACTATTCCTTTCACTCGCACTTATTGCAAGCATACGT

TAAGTGGATGTCTCTTGCCGACGGGACCACCTTATGTTATTTCATCATG 

 

3’P – First BfuC1 site: 265bp 

3’P – First HpaII site: 447bp 

 

Primer pair #1: Left inverse: CGCAAAGCTAATTCATGCAGC    Tm=59.15 

  Name: Anna  (StanEx3’LeftOut) 

   Right inverse: AAGTGGATGTCTCTTGCCGA Tm=59.02 

  Name: Berta  (StanEx3’RightOut) 

 

 

Primer pair #2: Left inverse: TGTCCGTGGGGTTTGAATTAAC        Tm=59.1 

  Name: Kurt  (StanEx3’LeftIn) 

   Right inverse: AATACTATTCCTTTCACTCGCACT  Tm=58.0 

  Name: Ulf  (StanEx3’RightIn) 

 

 

For nested PCR, PCR with Kurt & Ulf first. Use Anna & Berta as second round PCR 

primer. 

 

Original Pry primer pair: This primer pair is incompatible with Anna/Berta or Kurt/Ulf 

and it is beyond me why anyone would use it! 

 

Pry4: CAATCATATCGCTGTCTCACTCA 

 StanEx1 3’ RightOut 

 

Pry1: CCTTAGCATGTCCGTGGGGTTTGAAT  (Indicated by grey marker pen in the 

sequence, as it overlaps with Kurt. 

 StanEx1 3’ LeftOut 

 

Note:  Kurt & Ulf PCR needs to be sequenced with Berta as a sequencing primer, and 

not Spep1! 

 


